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The proteins, which are main products based on genomic 

information, play central roles in life processes. For example, when 

we eat foods, many enzymes and proteins (e.g. amylase, 

cytochrome c, etc.) play a role to produce energy in our bodies. In 

our laboratory, “proteins” are studied from various viewpoints on 

the basis of genetic engineering technique. “How do proteins 

function?” “Can we generate more high functional proteins?” “Can 

we produce useful materials efficiently by using bacteria and 

enzymes?” “Can we produce recombinant proteins more easily 

and efficiently?” We are investigating various researches relating to 

the Protein Engineering and Design. 
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Research Themes 

1. Structure-function relationships of flavoproteins 

2. Structure-function relationships of metalloproteins 

3. Production of useful materials on the basis of genetic 

engineering technology 

4. Functional dissection of peptide release factors 

5. High functionalization of proteins by applying self-assembling 

peptides 

6. Development of engineered antibodies for medical applications 
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